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Key
Ligand bond

Non-ligand bond

3.0 Hydrogen bond and its length

His 53 Non-ligand residues involved in hydrophobic
contact(s)

Corresponding atoms involved in hydrophobic contact(s)
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Val 136(A)

Met 174(A)

Pro 296(A)

Asp 307(A)

Leu 308(A)

Leu 132(A)

Leu 147(A)

Coa 1

Coa 2

Ser 128(A)

Tyr 282(A)

Arg 87(A)

Glu 176(A)

Lys 283(A)

Ala 148(A)

Ser 309(A)

Gln 286(A)

Gly 295(A)

Asn 279(A)

Thr 298(A)


